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Review
Glossary

Apoptosis: also known as programed cell death type I in which the cell uses

specialized cellular machinery to kill itself; a cell suicide mechanism that

enables metazoans to control cell number and eliminate cells that threaten the

animal’s survival.

Autocrine: denoting a mode of hormone action in which a hormone binds to

receptors and affects the function of the same cell type that produced it.

Autophagy: catabolic process that delivers substrates for lysosomal turnover;

involved in protein and organelle degradation as well as nonselective

breakdown of cytoplasmic components during nutrient starvation or stress.

Bioenergetics: term that describes the biochemical or metabolic pathways

through which the cell ultimately obtains energy.

Cardiac progenitor cells: stem-like cells that differentiate into cardiomyocytes

or fibroblasts.

Cardiovascular disease: refers to any disease that affects the cardiovascular

system, including cardiac disease, vascular disease of the brain and kidney,

and peripheral arterial disease.

Heart failure: occurs when the heart is unable to provide sufficient pump action

to maintain blood flow to meet the needs of the body.

Hyperplasia: increase in the volume of an organ in which the cells maintain
Insulin-like growth factor 1 (IGF-1) signaling regulates
contractility, metabolism, hypertrophy, autophagy,
senescence, and apoptosis in the heart. IGF-1 deficiency
is associated with an increased risk of cardiovascular
disease, whereas cardiac activation of IGF-1 receptor
(IGF-1R) protects from the detrimental effects of a
high-fat diet and myocardial infarction. IGF-1R activates
multiple pathways through its intrinsic tyrosine kinase
activity and through coupling to heterotrimeric G pro-
tein. These pathways involve classic second messen-
gers, phosphorylation cascades, lipid signaling, Ca2+

transients, and gene expression. In addition, IGF-1R
triggers signaling in different subcellular locations
including the plasma membrane, perinuclear T tubules,
and also in internalized vesicles. In this review, we
provide a fresh and updated view of the complex IGF-
1 scenario in the heart, including a critical focus on
therapeutic strategies.

IGF-1 and the heart
The hormone insulin-like growth factor 1 (IGF-1) is a small
peptide of 7.6 kDa, which is composed of 70 amino acids
and shares 50% homology with insulin [1]. IGF-1 plays key
roles in regulating proliferation, differentiation, metabo-
lism, and cell survival. It is mainly synthesized and
secreted by the liver in response to hypothalamic growth
hormone (GH); its plasma concentration is finely regulated
(Box 1). However, other tissues also produce IGF-1, which
acts locally as an autocrine and paracrine hormone. IGF-1
exhibits pleiotropic effects in many organs and is also
involved in the development of several pathologies. At
the cellular level, IGF-1 can act in different subcellular
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compartments. It is therefore important to understand the
complexity of IGF-1 signaling and its role in the onset and
progression of disease. Particularly in the heart, IGF-1
regulates several cellular processes including metabolism,
apoptosis, autophagy, aging, and growth [2–4].

Cardiovascular disease (see Glossary) is the primary
cause of death throughout the world and epidemiologic
studies have projected mortality due to cardiovascular
disease increasing worldwide (up to 23.3 million people
by 2030) because of the aging population [5]. The end result
of many forms of cardiovascular disease is heart failure [6].
By contrast, IGF-1 deficiency has been described in
patients with Laron syndrome, liver cirrhosis, intrauterine
their size but increase in number.

Hypertrophy: increase in the size of an organ or tissue due to the enlargement

of its component cells and not due to their proliferation.

Laron syndrome: autosomal recessive disorder characterized by short stature;

it results from failure to generate insulin-like growth factor 1 (IGF-1) in

response to hypothalamic growth hormone (GH) due to dysfunction of the GH

receptor.

Metabolism: term used to describe all chemical reactions comprising

anabolsim (or synthesis) and catabolism (or degradation) that are involved in

maintaining the living state of the cells and the organism.

Paracrine: denoting a type of hormone action in which a hormone is

synthesized and released from cells to act upon neighboring cells or cell types.

rhIGF-1: recombinant human IGF-1.
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Box 1. IGF-1 synthesis and biodisponibility

Insulin-like growth factor 1 (IGF-1) is a 70 amino acid peptide

hormone with endocrine, paracrine, and autocrine effects. It shares

>60% structure homology with IGF-2 and 50% with pro-insulin. IGF-

1 is mainly synthesized in the liver in response to hypothalamic

growth hormone (GH). In the peripheral circulation it exerts negative

feedback on the somatotrophic axis suppressing pituitary GH

release. IGF-1 can also be generated in almost all tissues, but liver

synthesis accounts for nearly 75% of circulating IGF-1 levels. As a

hormone with a wide range of physiological roles, IGF-1 circulating

levels must be strictly controlled. Around 98% of circulating IGF-1 is

bound to insulin-like growth factor binding protein (IGFBP). Six

forms of high affinity IGFBP have been described, with IGFBP3

binding approximately 90% of circulating IGF-1. Also, IGFBP1–6 and

their fragments have significant intrinsic biological activity inde-

pendent of IGF-1 interaction.
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growth restriction, and age-related neurological and cardi-
ovascular disease [7]. Circulating IGF-1 levels correlate
negatively with the risk of developing cardiovascular dis-
ease [3]. A low circulating level of IGF-1 is associated with an
increased risk of coronary artery disease [8] and has been
used as a prognostic indicator for ischemic heart disease [9].
Similarly, elderly patients exhibiting low IGF-1 levels pre-
sent with an increased risk of ischemic stroke and congestive
heart failure [10]. IGF-1-binding proteins (IGFBPs; Box 1)
have high affinity for IGF-1 and play key roles in transport
and storage of IGF-1. IGFBP-3 is the most abundant IGFBP
and the ratio IGF-1:IGFBP-3 has been proposed to reflect
the activity of IGF-1 in individuals, thereby representing a
valuable tool as a predictor of clinical outcomes in heart
failure [11]. In this respect, the cardioprotection by IGF-1 is
well established [2,12–15] and in some populations low IGF-
1 levels are associated with ischemic heart disease and
mortality [16,17].

In this review we discuss the complexity of IGF-1 receptor
(IGF-1R) signaling in the heart, from its canonical ability to
signal through tyrosine kinase activity to noncanonical
pathways involving heterotrimeric G protein. We also high-
light the impact of IGF-1R signaling on survival, growth,
metabolism, aging, and regeneration, and the potential
application as a treatment for cardiovascular disease.

IGF-1 receptor signaling
The complexity of the IGF-1 receptor

The cardiac effects of IGF-1 are mediated by activation of
the plasma membrane IGF-1R, which belongs to the recep-
tor tyrosine kinase (RTK) family. IGF-1R comprises a a2b2

heterotetrameric complex of approximately 400 kDa.
Structurally, IGF-1R has two extracellular a-subunits that
contain the ligand-binding sites. Each a-subunit couples to
one of two membrane-spanning b-subunits, which contain
an intracellular domain with intrinsic tyrosine kinase
activity [18]. Both subunits of IGF-1R are the product of
one single gene, which is synthesized as a 180 kDa pre-
cursor [19]. The immature IGF-1R full peptide is further
glycosylated, dimerized, and proteolytically processed for
assembly of the mature receptor isoforms a and b. In
neonatal and adult rat cardiomyocytes, the IGF-1R pre-
cursor peptide and the processed a and b receptor subunits
have been detected [20]. Binding of IGF-1 to its receptor
initiates a complex signaling cascade in cardiomyocytes
[21]. Activation starts by triggering the kinase domain in
the b subunits, leading to receptor autophosphorylation
and tyrosine phosphorylation of multiple substrates [18].
Through these initial events, IGF-1-encoded information is
transduced to a complex network of intracellular lipids,
second messengers, and serine/threonine kinases that ulti-
mately links IGF-1 to the regulation of cardiomyocyte
proliferation, differentiation, metabolism, hypertrophy,
and protection from cell death.

Canonical and noncanonical IGF-1 signaling pathways

Activation of IGF-1R requires the sequential phosphoryla-
tion of three conserved tyrosine residues within the activa-
tion loop of the catalytic domain [22]. From these
phosphorylated motifs, tyrosine 950 contained in an NPXY
motif provides a docking site for the recruitment of adaptor
proteins, such as insulin receptor substrate-1 (IRS-1) and
Shc, as an obligatory step to initiate signaling cascades. Two
canonical pathways are activated by IGF-1R in cardiomyo-
cytes – the phosphatidylinositol-3 kinase (PI3K)/Akt path-
way and the extracellular signal-regulated kinase (ERK)
pathway. Both pathways have been extensively studied, and
their involvement in the pro-hypertrophic [23] and pro-
survival [24] actions in cardiomyocytes is well established.
Interestingly, a noncanonical signaling mechanism for IGF-
1R in cardiomyocytes has been described in several recent
studies [25–28]. These studies show that some of the effects
of IGF-1 are inhibited by the heterotrimeric Gi protein
blocker Pertussis toxin (PTX) in several cell lines [25–28],
suggesting that IGF-1R is a dual-activity receptor that
triggers tyrosine-kinase-dependent responses as well as
Gi-protein-dependent pathways. This duality has been
reported in cultured neonatal cardiomyocytes; IGF-1R can
activate ERK and Akt but also phospholipase C (PLC),
which increases inositol 1,4,5 triphosphate (InsP3; IP3)
leading to nuclear Ca2+ signals [29]. These effects can be
fully abolished by incubating the cells with PTX or by over-
expressing the Gbg dimmer-scavenger b-adrenergic recep-
tor kinase carboxy terminal peptide (bARKct) [20,29].
Immunoprecipitation studies indicate that, under basal
conditions, there is an interaction between IGF-1Rb and
the subunits Gai and Gb of Gi protein, and this interaction
increases after binding of IGF-1 [20]. Moreover, activation of
the noncanonical IGF-1R/Gi/PLC/InsP3/Ca

2+ pathway
crosstalks with and regulates the canonical ERK pathway,
because separate incubation with PTX, overexpression of
bARKct, and inhibition of PLC dramatically decrease IGF-
1-induced ERK phosphorylation [29]. These studies provide
clear evidence of the existence of the noncanonical signaling
mechanism of IGF-1R in cardiomyocytes, mediated by a
PTX-sensitive heterotrimeric G protein. A summarized dia-
gram of canonical and noncanonical pathways of IGF-1R is
presented in Figure 1. Nevertheless, the complexity of IGF-
1R signaling not only relies on the activation of multiple
intracellular signaling pathways but is also determined by a
particular structural organization of IGF-1R signaling
microdomains in cardiomyocytes.

Atypical subcellular distribution of the IGF-1 receptor

As for many other classical receptors, it is assumed that the
IGF-1R is functionally located at the plasma membrane. In
129
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Figure 1. Canonical and noncanonical signaling pathways activated by insulin-like

growth factor 1 (IGF-1) in cardiomyocytes. Binding of IGF-1 to plasma membrane

IGF-1 receptor (IGF-1R) leads to receptor autophosphorylation in the intracellular

b-subunits. Docking of Grb2 to the phosphorylated IGF-1Rb subunits leads to

extracellular signal-regulated kinase (ERK) phosphorylation through the Ras/Raf/

Mitogen-activated protein kinase (MEK) axis. Phosphorylated ERK can translocate

to the nucleus to control gene expression. Phosphorylated b-subunits also provide

docking sites for insulin receptor substrate-1 (IRS-1), which mediates

phosphatidylinositol-3 kinase (PI3K) activation and Akt phosphorylation.

Downstream targets of activated Akt are mechanistic target of rapamycin

(mTOR), which suppresses autophagy and promotes protein synthesis by

activating S6K and eukaryotic translation initiation factor 4E binding protein 1

(4EBP1). Akt also phosphorylates and inactivates Bad, thus inhibiting apoptosis.

IGF-1R activation also promotes its interaction with a Pertussis-toxin-sensitive

heterotrimeric Gi protein, which mediates the activation of phospholipase C (PLC)

and hydrolysis of plasma membrane phosphatidylinositol 4,5 biphosphate (PIP2)

to form inositol 1,4,5 triphosphate (InsP3; IP3) which activates InsP3 receptors

located at the endoplasmin reticulum (ER)/nuclear envelope Ca2+ store, producing

nucleoplasmic and cytoplasmic Ca2+ increases. The former is involved in the

regulation of specific target genes and the latter promotes mitochondrial Ca2+

uptake, which increases mitochondrial respiration and metabolism, further

preventing apoptosis and regulating autophagy. Canonical signaling pathways

include the ERK and Akt axes, and are shown in red, whereas the noncanonical G

protein pathway is shown in blue. Both pathways interact as Ca2+ contributes to

ERK activation and additionally both Akt and ERK can compensate each other’s

activation. Abbreviations: MEK, Mitogen-activated protein kinase; mTOR,

mechanistic target of rapamycin; 4EBP1, eukaryotic translation initiation factor

4E binding protein 1; PIP2, phosphatidylinositol 4,5 biphosphate.
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cardiomyocytes, however, increasing evidence indicates
that surface receptors can localize to the nuclear mem-
branes, where they can undergo activation by similar
mechanisms to their plasma membrane counterparts
[30]. Other sarcolemmal receptors, such as endothelin-1
[31], angiotensin II [32], or b-adrenergic receptors [33],
have been detected in cardiomyocyte nuclei. This nuclear-
delimited pool of receptors is functional and can control
signaling and gene expression through Ca2+ and cAMP
compartmentation [20,34]. This effect correlates with the
atypical localization of the IGF-1R complex. The a and b

subunits can be detected in plasma membrane protein
fractions; a significant amount, however, exists in nuclear
fractions, indicating two segregated pools of IGF-1R – a
sarcolemmal pool and a nuclear pool. This raises the
question as to which IGF-1R pool is instrumental for the
130
fast nuclear actions of IGF-1. In cardiomyocytes, IGF-1R is
located at the plasma membrane; a significant amount of
IGF-1R complex, however, is recruited to the perinuclear
region. This apparently contradictory localization is
explained by the strategic distribution of IGF-1R in peri-
nuclear T tubules, which are in direct apposition to the
nuclear envelope. This interesting pattern of plasma mem-
brane receptors located either in deep T tubules or in
peripheral sarcolemma has been observed for b-adrenergic
receptors as well [34], suggesting that T tubules may be the
platform for several sarcolemmal receptors that require
internal compartmentation. The architecture of T tubules
is critically important for the efficacy of Ca2+-induced Ca2+

release during normal cardiomyocyte contraction and the
morphology and density of T tubules are altered in some
cardiac pathologies, such as ischemic heart disease, idio-
pathic dilated cardiomyopathy, and hypertrophic obstruc-
tive cardiomyopathy [35].

Although the above mentioned distribution requires a
mature T-tubule network, which is only present in adult
cardiomyocytes, the invaginated distribution of IGF-1R
has also been described in neonatal cardiomyocytes [20].
These immature sarcolemmal invaginations exhibit mar-
kers of T tubules and lipid rafts, and can be denominated as
premature T tubules or pre-T-tubules. They are likely to
have two main functions: acting as organizers of the exci-
tation–contraction coupling machinery during cardiomyo-
cyte differentiation and serving as a perinuclear platform
for sarcolemmal receptors that promote gene expression of
cardiac-committed genes. Thus, in cardiomyocytes, IGF-
1R signaling has a privileged subcellular localization that
allows a fast and direct interorganelle communication
between the cell surface and the nuclear signaling machin-
ery [36]. These novel findings establish a new level of
complexity in receptor signaling where, depending on loca-
tion, the same receptor can regulate different functions.
Additionally, this model for the local regulation of nuclear
Ca2+ provides a new insight into Ca2+ signaling in the
heart. Classically, it has been considered that InsP3-depen-
dent nuclear Ca2+ signals are generated as a result of the
solubility of InsP3, which accounts for its fast diffusion
from the plasma membrane to the nuclear InsP3 receptors
[36]. Recent findings using nuclear-restricted buffers of
Ca2+ [20] or InsP3 [37] have, however, revealed that these
signaling events take place inside the nucleus, which is
dependent on the perinuclear activation of IGF-1R. This
novel view of nuclear Ca2+ signaling explains how nuclear
Ca2+ changes can be insulated from the cytosolic Ca2+

oscillations that regulate excitation–contraction coupling
in the cytosol. A comparison between these two views is
presented in Figure 2. The compartmentation of receptor
signaling in deep T tubules may have important implica-
tions in disease states such as heart failure or during
ischemia, where the structure of T tubules is severely
affected [38].

Pleiotropic actions of IGF-1 on the cardiovascular
system
Cell death

The heart has a low capacity for regeneration and repair
after injury so that it is susceptible to numerous stresses
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Figure 2. Classical versus proposed models of nuclear Ca2+ signaling in

cardiomyocytes. The insulin-like growth factor 1 receptor (IGF-1R) can

specifically regulate nuclear Ca2+ signaling independently of the role of Ca2+ on

excitation–contraction coupling. On the classic model, inositol 1,4,5 triphosphate

(InsP3; IP3) produced after IGF-1R activation travels from the peripheral plasma

membrane to the nucleus, where it activates InsP3 receptors. In this model InsP3

bypasses its receptors present on the sarcoplasmic reticulum, which would lead to

cytosolic Ca2+ signals. The novel model that we propose is based on recent

findings [20,37], where the IGF-1R signaling complex is present in T-tubule

invaginations toward the nucleus. In these compartments, IGF-1R activation leads

to locally restricted InsP3 production that allows nuclear Ca2+ signals to regulate

gene expression of genes associated with the development of cardiomyocyte

hypertrophy. Abbreviations: RyR, ryanodine receptor; ECC, excitation–contraction

coupling; PLC, phospholipase C; DHPR, dihydropyridine receptor.
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that lead to cardiomyocyte death. Upon injury, the heart
must respond to adapt its function to ever-changing work-
load demands. Cell death, either progressive or acute, is a
hallmark of various cardiac diseases, including heart fail-
ure and myocardial infarction [39]. A variety of stimuli are
known to participate in the progression of heart failure
including hypoxia, ischemia/reperfusion, oxidative stress,
and osmotic stress, all of which are potent inducers of
cardiomyocyte cell death [39]. The antiapoptotic and pro-
survival properties of IGF-1 are fundamentally important
in cardiovascular medicine. At the cellular level, antiapop-
totic effects of IGF-1 are mediated by activation of the
PI3K/Akt/mechanistic target of rapamycin (mTOR) and
the Ras/Raf/Mitogen-activated protein kinase (MEK)/
ERK signaling pathways (Figure 1) [2]. Activation of Akt
appears as an obligate step for the antiapoptotic actions of
IGF-1. Some of the downstream targets of Akt are the Bcl-2
family member Bad, procaspase-9, the transcription fac-
tors nuclear factor-kB (NFkB), cAMP response-element-
binding protein (CREB), Forkhead family transcription
factor (FoxO), and glycogen synthase kinase-3b (GSK-
3b) [40]. Several studies have reported phosphorylation-
mediated inactivation of Bad as a mechanism for Akt-
dependent survival [41]. Nonphosphorylated Bad exerts
its apoptotic function by forming heterodimers with
mitochondria-bound Bcl-2 and Bcl-XL, neutralizing their
protective effects on mitochondria and promoting cell
death. Activation of IGF-1R is followed by Akt-dependent
phosphorylation of Bad and by MEK1-dependent phos-
phorylation of ERK1 and ERK2, which in turn activates
pro-survival pathways [2].

Growth

IGF-1 is a positive regulator of protein synthesis and cell
growth. Systemic and local IGF-1 are essential for appro-
priate organ growth during embryonic development. Mice
lacking the Igf-1 gene are born with a 40% lower bodyweight
in comparison with wild type mice [42]. Besides supporting
physiological growth, IGF-1 also promotes hypertrophy of
tissues with high energy demands. For instance, IGF-1 and
IGF-1R are upregulated during differentiation of skeletal
muscle cells, whereas selective overexpression of IGF-1 in
skeletal or cardiac muscle results in increased protein con-
tent and cell size [43]. Although IGF-1 promotes activation
of several signaling pathways, muscle hypertrophy has
mostly been described as dependent on the activation of
the PI3K/Akt/mTOR axis [43]. However, Song et al. showed
that the overexpression of IGF-1 in skeletal muscle results
in hypertrophy mediated via the mTOR/p70S6K pathway,
but in a manner independent of Akt [44]. Other pathways
such as the ERK and G protein axis are, however, thought to
be required for hypertrophy in response to different stimuli
[45,46]. In addition, the ERK axis crosstalks with the Akt
pathway to compensate for Akt deficiency, leading to hyper-
trophy [47]. Mice overexpressing cardiomyocyte-specific
IGF-1R subjected to exercise show that IGF-1-dependent
cardiac hypertrophy mimics physiological, not pathological,
cardiac growth by promoting protein translation rather
than by activating maladaptative cardiac gene expression
[48]. Moreover, Igf-1r deletion in adult cardiomyocytes did
not affect the baseline growth phenotype of the heart,
although it induced resistance to exercise-induced hyper-
trophy in mice [23]. By contrast, overexpression of a differ-
ent IGF-1 transgene, using the a-skeletal actin promoter,
which increases the expression of human IGF-1 in skeletal
and cardiac muscle, produced hypertrophy and heart fail-
ure. Despite initially inducing physiological hypertrophy,
this contradictory final outcome could be related to the
different transgene used [49].

Autophagy

Autophagy occurs at low basal levels in virtually all cells
maintaining homeostatic functions such as turnover of
proteins and organelles [50]. Autophagy can be induced
by a wide range of stress conditions, including nutrient
starvation, withdrawal of growth factors, oxidative stress,
infection, hypoxia, and endoplasmic reticulum stress [50].
A greater extent of autophagy has been associated with
multiple stressors inducing pathological cardiac remodel-
ling, including elevated mechanical afterload, chronic
ischemia, and ischemia/reperfusion injury [51]. Autop-
hagy acts as a double-edged sword; it can either antag-
onize or promote disease progression depending on the
organ and the magnitude of its activation [52]. Induction of
autophagy is protective when cells are starved during
ischemia [53], but can be maladaptive with severe after-
load stress [54].
131



Review Trends in Endocrinology and Metabolism March 2014, Vol. 25, No. 3
One of the canonical pathways activated by IGF-1 is the
PI3K/mTOR axis (Figure 1). Because mTOR is a key nega-
tive regulator of autophagy [12,55,56], short-term treatment
with IGF-1 protects against nutrient-deprivation stress in
the heart by decreasing autophagy [4,12]. In this regard, it
has been shown that IGF-1 prevents starvation-induced
cardiac autophagy by increasing intracellular ATP levels,
mitochondrial metabolism, mitochondrial Ca2+ uptake, and
oxygen consumption, through the Akt/mTOR and AMP-
activated protein kinase (AMPK)/mTOR axes [12].

Metabolism

IGF-1 and insulin receptors share more than 80% homol-
ogy in their kinase domains [57]; they also share down-
stream effectors for metabolic substrate utilization (PI3K/
Akt). A considerable body of evidence refers to insulin/IGF-
1 signaling as one single pathway, assuming that insulin is
responsible for metabolic changes and IGF-1 responsible
for increased protein synthesis and growth [58]. However,
the two peptides have critical dissimilarities in their down-
stream pathways, because they signal through different
Akt isoforms [59]. Akt1 is required for normal cardiac
growth, whereas Akt2 regulates cardiomyocyte metabo-
lism and survival so that IGF-1 exerts its action through
the Akt1 isoform, controlling cell growth. Insulin prefer-
entially activates Akt2, regulating metabolism [59]. More-
over, an additional level of complexity in IGF-1 signaling
arises from the identification of insulin and IGF-1 hybrid
holoreceptors [60–62]. These chimeras can be activated by
insulin as well as IGF-1. Insulin activated this hybrid
receptor at supraphysiological doses, whereas IGF-1 prin-
cipally activated the insulin/IGF-1 hybrid receptor [57].
Expression of hybrid receptors has been detected in human
skeletal muscle, heart, coronary artery smooth muscle
cells, endothelial cells, adipose tissue, fibroblasts, spleen,
red and white blood cells, and placenta [63]. This hybrid
receptor consisting of an ab subunit pair of both the insulin
receptor (IR) and IGF-1R has been described in normal and
pathological conditions [64]. The abundance of insulin/
IGF-1 hybrid receptors is increased in skeletal muscle of
obese patients. This effect is associated with a decrease in
insulin receptors caused by hyperinsulinemia [65,66]. In
addition, this hybrid receptor may also play a role in
several types of cancer [64]. The functional consequences
of insulin/IGF-1 hybrid receptor activation in cardiomyo-
cytes remain elusive and further investigations are neces-
sary to unveil the specific signaling pathways controlled by
this hybrid receptor.

Reduced IGF-1 levels are independently associated with
glucose intolerance, type 2 diabetes mellitus, abdominal
obesity, and atherogenic dyslipidemia [7]. Moreover,
patients with type 1 or type 2 diabetes mellitus treated
with rhIGF-1 enhance protein and glucose metabolism,
and improve glucose tolerance, hyperinsulinemia, and
hypertriglyceridemia [67,68]. In addition, rhIGF-1
enhances insulin sensitivity and increases oxidative and
nonoxidative metabolism [69]. Conversely, high-fat feeding
impairs cardiomyocyte IGF-1 signaling, leading to mito-
chondrial dysfunction, intracellular Ca2+ deregulation,
and abnormal insulin signaling [70]. Three recent works
have approached the mechanism of such control. First,
132
Igf-1 deletion in liver reduces myocardial creatine, an
essential substrate for cardiac energy homeostasis, by
regulating the cardiomyocyte creatine transporter gene
[71]. Second, in a cardiomyocyte-specific IGF-1 transgenic
model, IGF-1 overexpression blunted high-fat-diet-induced
insulin resistance, suggesting that IGF-1 may compensate
for insulin receptor signaling impairment through the
activation of either the IGF-1 receptor or insulin/IGF-1
receptor hybrids [14]. Third, IGF-1 is critical for the main-
tenance of cardiac bioenergetics during nutrient stress
conditions, because IGF-1 promotes mitochondrial meta-
bolism and ATP production by increasing mitochondrial
Ca2+ uptake and respiration [12]. Additionally, IGF-1 defi-
ciency during starvation increases cardiac AMPK activity,
suggesting a distinct role for IGF-1 in preserving cardiac
bioenergetics under these conditions maybe through cross-
talk with the mTOR pathway [12].

Aging

Ablation of the GH/IGF-1 signaling axis increases lifespan
in invertebrates, whereas in mammals this effect remains
controversial [3]. The GH/IGF-1 axis progressively declines
with aging in elderly humans and laboratory animals, and
the reduced IGF-1 levels correlate with a decline in cardi-
ovascular function and the progression of cardiovascular
disease. In humans, deficiency of GH and/or IGF-1 has
been associated with increased risk of cardiovascular dis-
ease, stroke, and diabetes mellitus type 2 [3]. Ecuadorian
patients with Laron syndrome have a reduced life expec-
tancy as a result of stroke and cardiovascular disease [72].
Untreated Laron patients show reduced cardiac dimen-
sions and output at rest, alterations that can be improved
by supplementation with IGF-1 [73]. In rodents, however,
the association between the GH/IGF-1 system and long-
evity has been extensively demonstrated in Ames dwarf,
Snell dwarf, and GH receptor knockout mice. These long-
lived rodent models have lower levels of IGF-1 signals and
reduced growth and body size. Restoration of GH levels in
Ames dwarf mice restores the increased longevity [74].
Lewis dwarf rats, which exhibit an GH/IGF-1 deficiency
similar to that in humans, present an increased incidence
of late-life stroke but no change in longevity [75]. Lewis
dwarf rats also undergo cardiac atrophy, impaired cardiac
contractility, and diastolic function [76]. Adeno-associated
mediated knockdown of the Igf-1 gene in the liver of adult
mice results in a decrease in circulating IGF-1 levels of
approximately 50%, which significantly impairs cardio-
myocyte contractility [77]. In experimental aortic constric-
tion studies in mice, liver-specific Igf-1 deficiency results in
a reduced compensatory hypertrophic response and an
impaired functional adaptation to pressure overload
[78]. Moreover, these mice exhibit dysregulation of Nrf2-
dependent antioxidant responses in the vasculature, which
leads to marked endothelial dysfunction and endothelial
cell apoptosis in the presence of oxidative stress overload
[79]. Reduced circulating IGF-1 caused left ventricular
dilatation under physiological conditions; it also adversely
affected post-myocardial infarction remodelling, as indi-
cated by more-severe deterioration of cardiac function
coupled to a markedly reduced content of creatine in the
liver Igf-1�/� mice [71].
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Sepsis

The systemic inflammatory response syndrome to infection
has high incidence and mortality rates around the world
[80,81]. Myocardial dysfunction is a well-established man-
ifestation of sepsis and septic shock, with myocardial
depression occurring in 40–50% of patients [81]. Several
mechanisms have been proposed for this myocardial dys-
function, including excessive cardiac inflammation, mito-
chondrial dysfunction, cardiomyocyte death by apoptosis
or necrosis, impaired contractility secondary to the gen-
eration of tumor necrosis factor a (TNFa), and induction of
inducible nitric oxide synthase [82].

Circulating levels of IGF-1 are drastically reduced in
patients with sepsis. IGF-1 supplementation exerts bene-
ficial effects on survival, possibly improving hepatic bac-
terial clearance and cellular immune response [83,84]. The
cardiac-specific overexpression of IGF-1 rescued lipopoly-
saccharide (LPS)-induced cardiac contractile dysfunction
and intracellular Ca2+ mishandling [85]. In skeletal mus-
cle, local administration of IGF-1 prevented the sepsis-
induced increase in muscle interleukin-6 and atrophic
response seemingly by increasing muscle protein synthesis
and potentially decreasing proteolysis [86]. Thus, the local
increase in IGF-1 might be effective in ameliorating sepsis-
induced cardiac dysfunction or skeletal muscle atrophy.

IGF-1 and cardiac progenitor cells
The role of IGF-1 in cell regeneration has been extensively
described in other organs, such as skeletal muscle [87], bone
[88], and brain [89]. However, for the heart the evidence has
been more elusive. Mammalian cardiomyocytes were
thought to cease replication shortly after birth. Subsequent
growth of the heart results from cardiomyocyte hypertrophy
rather than hyperplasia. New evidence, however, reveals
that cardiomyocytes turnover continuously [90,91]. In
humans, measurements of cardiomyocyte nuclear content
of carbon 14 by retrospective isotope dating studies have
established a rate of cardiomyocyte turnover of approxi-
mately 1.5% per year [91]. It is still unclear whether new
cardiomyocytes derive from endogenous cardiac progenitor
cells [92] or from pre-existing cardiomyocytes that re-enter
the cell cycle [93]. The majority of regenerative approaches
for cardiac therapy have involved transplantation of stem
cells expanded in vitro, including embryonic stem cells,
induced pluripotent stem cells, bone-marrow-derived stem
cells, or cardiac progenitors into the infarcted myocardium.
Although some of these studies have resulted in improve-
ments in cardiac function, extensive data indicate that
transplanted cells do not survive in the myocardium [94],
and this has led to the postulation of a paracrine mechanism
for the observed beneficial effects [95]. Several molecules
have been proposed [96], among which IGF-1 mediates
important effects on cardiac progenitors [97]. Most of these
effects have been described for c-Kit+ cardiac progenitor cells
[98]. It has been shown that cultured c-Kit+ cells can secrete
IGF-1, improving cardiomyocyte survival and contractility
in a co-culture model [99]. Expression of IGF-1R in c-Kit+

cells isolated from human hearts was correlated with higher
telomerase activity, proliferation, cardiac differentiation,
and decreased apoptosis, whereas absence of IGF-1R led
to cell senescence and increased apoptosis [100], effects that
are probably mediated by the activation of the Akt pathway,
as suggested in other models [101]. Addition of IGF-1 to
cultured c-Kit+ cells isolated from dog [102] or rat [99] hearts
promotes cell migration, proliferation, and survival. In
experimental myocardial infarction, direct myocardial
administration of IGF-1 along with hepatocyte growth fac-
tor (HGF) in mice [103] or rats [104], or administration of
biotinylated IGF-1 nanofibers in rats [105], promotes c-Kit+

cell activation in vivo, leading to cardiomyogenesis and
decreased scarred tissue, less fibrosis, and reduced hyper-
trophy. Co-administration of IGF-1 and HGF after myocar-
dial infarction upregulates mRNA and protein levels of c-Kit
in the entire heart [106]. Stimulation of c-Kit+ cells with
IGF-1 before their transplantation into the infarcted myo-
cardium increases the recovery of cardiac function para-
meters and myocardial structure [103,104].

The utility of IGF-1 as a co-adjuvant for stem cell
therapy to the heart is likely to be context dependent.
The activation of the endogenous pool of c-Kit+ cells after
acute heart failure may suffice to repair damage to the
myocardium. However, when the endogenous pool of c-Kit+

cells is depleted in chronic heart failure patients, trans-
plantation of exogenous c-Kit+ cells can sustain cardiomyo-
cyte replacement [107]. Therefore, depending on the
clinical scenario, local administration of IGF-1 into the
heart or IGF-1 analogs with enhanced cardiac tropism
could be useful to boost endogenous c-Kit+ cells after acute
heart failure. Alternatively, exposure of exogenous c-Kit+

cells to IGF-1 before transplantation may represent a
reasonable approach in patients with chronic heart failure.

The signaling pathways activated by IGF-1 in cardiac
progenitors are poorly studied. Recent findings indicate
that IGF-1 promotes intracellular Ca2+ oscillations
through a PLC/InsP3/InsP3R pathway in c-Kit+ cells. Inhi-
bition of Ca2+ oscillations decreases cell proliferation
induced by IGF-1 [108], indicating that the Ca2+ signaling
axis of the IGF-1R exists in c-Kit+ cells. In other relevant
stem cell populations such as embryonic stem cells [109] or
mesenchymal stem cells [110,111], IGF-1 improves stem
cell ‘transplantability’, engraftment, and survival, suggest-
ing that activation of IGF-1 signaling is a common step for
the cardiac commitment of stem cells. Altogether this
evidence indicates that IGF-1 may be an important endo-
genous paracrine factor regulating the fate of cardiac
progenitor cells in vivo through mechanisms that are
incompletely understood.

IGF-1 and treatment of cardiovascular disease
The beneficial roles of IGF-1 in the cardiovascular system
largely explain the interest in the development of new
IGF-1-based treatments for cardiovascular disease. So far
the FDA has approved two drugs for the treatment of IGF-
1 deficiency: mecasermin (Increlex1), a human recombi-
nant IGF-1 analog; and mecasermin rinfabate (IPLEX1),
a binary protein complex of human recombinant IGF-1
and human recombinant IGBP-3. The safety of a chronic
systemic IGF-1 therapy is open to question because it
could promote severe adverse effects, such as an increased
risk of cancer [112]. To avoid these problems, several
researchers have selectively overexpressed IGF-1 and
IGF-1R in the heart [14,113–115]. Local expression of
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Box 2. Outstanding questions

Insulin-like growth factor 1 (IGF-1) is an old friend of the heart.

Despite the well-known protective effects of IGF-1 on cardiac

function and the antiapoptotic effects of this peptide, novel evidence

opens new questions to this longstanding relationship.

� How do the multiple signaling pathways triggered by IGF-1

receptor (IGF-1R) interact with each other? What lies further than

extracellular signal-regulated kinase (ERK)/Akt/Ca2+ activation

toward heart function? Do these signaling pathways regulate

cardiac fibroblast or endothelial cell function?

� Which are the specific downstream signaling pathways of the

different pools of IGF-1R and their role in regulating cardiomyo-

cyte survival, hypertrophy, metabolism, proliferation? What

drives IGF-1R to such specific subcellular compartments?

� What is the relevance of the hybrid IGF-1R/insulin receptors on

cardiovascular disease?

� Does a crosstalk exist between insulin receptor and IGF-1R in the

heart under physiological and pathological conditions? Is one

pathway more beneficial than the other?

� Will stem cell therapy of cardiac progenitors be able to provide

concrete treatment opportunities? Is IGF-1 a key regulator of this

outcome?
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IGF-1 in cardiomyocytes protects the heart from oxidative
stress [114] and promotes functional recovery after myo-
cardial infarction [115]. Moreover, cardiac overexpression
of IGF-1 attenuates or even prevents the contractile and
metabolic dysfunction induced by high-fat feeding [14].
Furthermore, cardiomyocyte overexpression of IGF-1R
prevents type-1-diabetes-induced cardiac fibrosis and dia-
stolic dysfunction [113]. Altogether, this evidence still
supports the notion that IGF-1-based cardiac-specific
therapies could become a strong beneficial tool for pre-
venting cardiovascular disease.

Concluding remarks and future perspectives
Abundant evidence supports the key physiological roles of
IGF-1 in the heart. In cardiomyocytes, IGF-1 activates
multiple downstream signaling pathways for controlling
cell death, metabolism, autophagy, differentiation, tran-
scription, and protein synthesis (Figure 1). Of great interest
are the findings that the entire IGF-1R complex is strate-
gically located in perinuclear sarcolemmal invaginations
that locally control nuclear Ca2+ signaling and transcrip-
tional upregulation (Figure 2). This novel evidence changes
the classical paradigm of IGF-1 signaling and adds a new
level of complexity that may be relevant for other signaling
receptors in the heart: interorganelle communication
between plasma membrane invaginations and the nucleus.
The strategic localization of IGF-1R in these structures and
the association with heterotrimeric G proteins may explain
the differences in the phenotypic response induced by IGF-1
and others agonists, like endothelin-1 and angiotensin II,
that also signal through intracellular Ca2+. By activating a
noncanonical, selective mechanism of nuclear Ca2+ release,
IGF-1 can regulate the expression of a specific set of cardiac
genes via the generation of a particular signal-encoding
pattern, leading to adaptive cardiac hypertrophy, antiapop-
totic effects, and metabolic adaptation. Future research
should address whether these new signaling mechanisms
of IGF-1 connect to other important signaling activated by
different agonists.

Deficiency of IGF-1 in humans and animal models is
associated with an elevated risk of cardiovascular disease.
In addition, the correlation between low circulating IGF-1
levels and the progression of cardiovascular disease
observed during aging evidences the protective role of
IGF-1 in the heart. Moreover, reduced IGF-1 levels are
associated with obesity and diabetes mellitus suggesting
also that cardiac metabolism could be controlled by IGF-1.
Short treatment with IGF-1 increased mitochondrial meta-
bolism in nutrient-deprived cardiomyocytes. Altogether,
this evidence extends the repertory of pleiotropic effects
of IGF-1 in the heart and the therapeutic potential in the
treatment of cardiovascular disease.

Despite the many novel findings summarized in this
article, there are still many questions left unaddressed
(Box 2). First, further investigation is necessary to dissect
the signaling pathways regulating different cellular pro-
cesses such as growth, survival, and metabolism. Addi-
tionally, we still do not know whether cytoplasmic and
nuclear IGF-1 pathways regulate each other and contri-
bute to orchestrate these processes. More work is needed to
sort the cellular effects of IR and IGF-1R or hybrid receptor
134
in the cardiovascular system. Second, the molecular
mechanisms that regulate metabolic cardiac adaptation
in response to IGF-1 are still incompletely understood; we
need to clarify the metabolic pathways activated by IGF-1
and its integration into cardiomyocyte bioenergetics. Third,
the signaling pathways activated by IGF-1 in cardiac stem
cells and the role of these pathways in controlling survival,
proliferation, differentiation, and functional integration of
transplanted or endogenous stem cells remain to be eluci-
dated. Finally, evaluation of local cardiac IGF-1 therapy
should take into account the acute versus chronic effects,
local versus systemic effects, cardiomyocyte versus cardiac
progenitor effects, and, overall and perhaps the most chal-
lenging, cardioprotective versus oncogenic effects.

Acknowledgments
This work was supported by FONDECYT (grant 1120212 to S.L. and
grant 11130285 to R.T.) and CONICYT (grant Anillo ACT 1111 to E.J.
and S.L.; FONDAP 15130011 to S.L. and R.T.; Red 120003 to S.L.). We
thank to R. Bravo-Sagua for his help in the figure design.

References
1 De Meyts, P. and Whittaker, J. (2002) Structural biology of insulin and

IGF1 receptors: implications for drug design. Nat. Rev. Drug Discov. 1,
769–783

2 Saetrum Opgaard, O. and Wang, P.H. (2005) IGF-I is a matter of
heart. Growth Horm. IGF Res. 15, 89–94

3 Ungvari, Z. and Csiszar, A. (2012) The emerging role of IGF-1
deficiency in cardiovascular aging: recent advances. J. Gerontol. A:
Biol. Sci. Med. Sci. 67, 599–610

4 Troncoso, R. et al. (2013) Regulation of cardiac autophagy by insulin-
like growth factor 1. IUBMB Life 65, 593–601

5 Hausenloy, D.J. and Yellon, D.M. (2013) Myocardial ischemia-
reperfusion injury: a neglected therapeutic target. J. Clin. Invest.
123, 92–100

6 Go, A.S. et al. (2013) Heart disease and stroke statistics–2013 update: a
report from the American Heart Association. Circulation 127, e6–e245

7 Puche, J.E. and Castilla-Cortazar, I. (2012) Human conditions of
insulin-like growth factor-I (IGF-I) deficiency. J. Transl. Med. 10, 224

8 Spallarossa, P. et al. (1996) Insulin-like growth factor-I and
angiographically documented coronary artery disease. Am. J.
Cardiol. 77, 200–202

9 Johnsen, S.P. et al. (2005) Insulin-like growth factor (IGF) I, -II, and
IGF binding protein-3 and risk of ischemic stroke. J. Clin. Endocrinol.
Metab. 90, 5937–5941

http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0005
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0005
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0005
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0010
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0010
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0015
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0015
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0015
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0020
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0020
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0025
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0025
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0025
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0030
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0030
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0035
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0035
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0040
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0040
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0040
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0045
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0045
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0045


Review Trends in Endocrinology and Metabolism March 2014, Vol. 25, No. 3
10 Vasan, R.S. et al. (2003) Serum insulin-like growth factor I and risk for
heart failure in elderly individuals without a previous myocardial
infarction: the Framingham Heart Study. Ann. Intern. Med. 139, 642–
648

11 Watanabe, S. et al. (2010) Insulin-like growth factor axis (insulin-like
growth factor-I/insulin-like growth factor-binding protein-3) as a
prognostic predictor of heart failure: association with adiponectin.
Eur. J. Heart Fail. 12, 1214–1222

12 Troncoso, R. et al. (2012) Energy-preserving effects of IGF-1
antagonize starvation-induced cardiac autophagy. Cardiovasc. Res.
93, 320–329

13 Eisner, V. et al. (2006) Hyperosmotic stress-dependent NFkappaB
activation is regulated by reactive oxygen species and IGF-1 in
cultured cardiomyocytes. FEBS Lett. 580, 4495–4500

14 Zhang, Y. et al. (2012) Insulin-like growth factor 1 alleviates high-fat
diet-induced myocardial contractile dysfunction: role of insulin
signaling and mitochondrial function. Hypertension 59, 680–693

15 Perkel, D. et al. (2012) The potential effects of IGF-1 and GH on
patients with chronic heart failure. J. Cardiovasc. Pharmacol. Ther.
17, 72–78

16 Fontana, L. et al. (2012) Growth factors, nutrient signaling, and
cardiovascular aging. Circ. Res. 110, 1139–1150

17 Higashi, Y. et al. (2012) Aging, atherosclerosis, and IGF-1. J. Gerontol.
A: Biol. Sci. Med. Sci. 67, 626–639

18 Adams, T.E. et al. (2000) Structure and function of the type 1 insulin-
like growth factor receptor. Cell. Mol. Life Sci. 57, 1050–1093

19 Jacobs, S. et al. (1983) Monensin blocks the maturation of receptors for
insulin and somatomedin C: identification of receptor precursors.
Proc. Natl. Acad. Sci. U.S.A. 80, 1228–1231

20 Ibarra, C. et al. (2013) Local control of nuclear calcium signaling in
cardiac myocytes by perinuclear microdomains of sarcolemmal
insulin-like growth factor 1 receptors. Circ. Res. 112, 236–245

21 Foncea, R. et al. (1997) Insulin-like growth factor-I rapidly activates
multiple signal transduction pathways in cultured rat cardiac
myocytes. J. Biol. Chem. 272, 19115–19124

22 Ward, C.W. et al. (2001) The three dimensional structure of the type I
insulin-like growth factor receptor. Mol. Pathol. 54, 125–132

23 Kim, J. et al. (2008) Insulin-like growth factor I receptor signaling is
required for exercise-induced cardiac hypertrophy. Mol. Endocrinol.
22, 2531–2543

24 Foncea, R. et al. (2000) Extracellular regulated kinase, but not protein
kinase C, is an antiapoptotic signal of insulin-like growth factor-1 on
cultured cardiac myocytes. Biochem. Biophys. Res. Commun. 273,
736–744

25 Dalle, S. et al. (2001) Insulin and insulin-like growth factor I receptors
utilize different G protein signaling components. J. Biol. Chem. 276,
15688–15695

26 Hallak, H. et al. (2000) Association of heterotrimeric G(i) with the
insulin-like growth factor-I receptor. Release of G(betagamma)
subunits upon receptor activation. J. Biol. Chem. 275, 2255–2258

27 Kuemmerle, J.F. and Murthy, K.S. (2001) Coupling of the insulin-like
growth factor-I receptor tyrosine kinase to Gi2 in human intestinal
smooth muscle: Gbetagamma-dependent mitogen-activated protein
kinase activation and growth. J. Biol. Chem. 276, 7187–7194

28 Luttrell, L.M. et al. (1995) G beta gamma subunits mediate mitogen-
activated protein kinase activation by the tyrosine kinase insulin-like
growth factor 1 receptor. J. Biol. Chem. 270, 16495–16498

29 Ibarra, C. et al. (2004) Insulin-like growth factor-1 induces an inositol
1,4,5-trisphosphate-dependent increase in nuclear and cytosolic
calcium in cultured rat cardiac myocytes. J. Biol. Chem. 279, 7554–
7565

30 Tadevosyan, A. et al. (2012) G protein-coupled receptor signalling in
the cardiac nuclear membrane: evidence and possible roles in
physiological and pathophysiological function. J. Physiol. 590,
1313–1330

31 Merlen, C. et al. (2013) Intracrine endothelin signaling evokes IP3-
dependent increases in nucleoplasmic Ca in adult cardiac myocytes. J.
Mol. Cell. Cardiol. 62C, 189–202

32 Tadevosyan, A. et al. (2010) Nuclear-delimited angiotensin receptor-
mediated signaling regulates cardiomyocyte gene expression. J. Biol.
Chem. 285, 22338–22349

33 Vaniotis, G. et al. (2011) Nuclear beta-adrenergic receptors modulate
gene expression in adult rat heart. Cell. Signal. 23, 89–98
34 Nikolaev, V.O. et al. (2010) Beta2-adrenergic receptor redistribution
in heart failure changes cAMP compartmentation. Science 327, 1653–
1657

35 Lyon, A.R. et al. (2009) Loss of T-tubules and other changes to surface
topography in ventricular myocytes from failing human and rat heart.
Proc. Natl. Acad. Sci. U.S.A. 106, 6854–6859

36 Bers, D.M. (2013) Membrane receptor neighborhoods: snuggling up to
the nucleus. Circ. Res. 112, 224–226

37 Arantes, L.A. et al. (2012) Nuclear inositol 1,4,5-trisphosphate is a
necessary and conserved signal for the induction of both pathological
and physiological cardiomyocyte hypertrophy. J. Mol. Cell. Cardiol.
53, 475–486

38 Lyon, A.R. et al. (2012) Plasticity of surface structures and beta(2)-
adrenergic receptor localization in failing ventricular cardiomyocytes
during recovery from heart failure. Circ. Heart Fail. 5, 357–365

39 Chiong, M. et al. (2011) Cardiomyocyte death: mechanisms and
translational implications. Cell Death Dis. 2, e244

40 Mehrhof, F.B. et al. (2001) In cardiomyocyte hypoxia, insulin-like
growth factor-I-induced antiapoptotic signaling requires
phosphatidylinositol-3-OH-kinase-dependent and mitogen-activated
protein kinase-dependent activation of the transcription factor cAMP
response element-binding protein. Circulation 104, 2088–2094

41 Kurmasheva, R.T. and Houghton, P.J. (2006) IGF-I mediated survival
pathways in normal and malignant cells. Biochim. Biophys. Acta
1766, 1–22

42 Wang, J. et al. (1999) Effects of Igf1 gene deletion on postnatal growth
patterns. Endocrinology 140, 3391–3394

43 Glass, D.J. (2005) Skeletal muscle hypertrophy and atrophy signaling
pathways. Int. J. Biochem. Cell Biol. 37, 1974–1984

44 Song, Y.H. et al. (2005) Insulin-like growth factor I-mediated skeletal
muscle hypertrophy is characterized by increased mTOR-p70S6K
signaling without increased Akt phosphorylation. J. Investig. Med.
53, 135–142

45 Lavandero, S. et al. (1998) Effect of inhibitors of signal transduction on
IGF-1-induced protein synthesis associated with hypertrophy in
cultured neonatal rat ventricular myocytes. FEBS Lett. 422, 193–196

46 Nakayama, H. et al. (2010) The IP3 receptor regulates cardiac
hypertrophy in response to select stimuli. Circ. Res. 107, 659–666

47 Ham, Y.M. and Mahoney, S.J. (2013) Compensation of the AKT
signaling by ERK signaling in transgenic mice hearts
overexpressing TRIM72. Exp. Cell Res. 319, 1451–1462

48 McMullen, J.R. et al. (2004) The insulin-like growth factor 1 receptor
induces physiological heart growth via the phosphoinositide 3-
kinase(p110alpha) pathway. J. Biol. Chem. 279, 4782–4793

49 Delaughter, M.C. et al. (1999) Local insulin-like growth factor I
expression induces physiologic, then pathologic, cardiac
hypertrophy in transgenic mice. FASEB J. 13, 1923–1929

50 Choi, A.M. et al. (2013) Autophagy in human health and disease. N.
Engl. J. Med. 368, 1845–1846

51 Lavandero, S. et al. (2013) Cardiovascular autophagy: Concepts,
controversies and perspectives. Autophagy 9, 1455–1466

52 Rothermel, B.A. and Hill, J.A. (2007) Myocyte autophagy in heart
disease: friend or foe? Autophagy 3, 632–634

53 Matsui, Y. et al. (2007) Distinct roles of autophagy in the heart during
ischemia and reperfusion: roles of AMP-activated protein kinase and
Beclin 1 in mediating autophagy. Circ. Res. 100, 914–922

54 Zhu, H. et al. (2007) Cardiac autophagy is a maladaptive response to
hemodynamic stress. J. Clin. Invest. 117, 1782–1793

55 Bitto, A. et al. (2010) Long-term IGF-I exposure decreases autophagy
and cell viability. PLoS ONE 5, e12592

56 Jia, G. et al. (2006) Insulin-like growth factor-1 and TNF-alpha
regulate autophagy through c-jun N-terminal kinase and Akt
pathways in human atherosclerotic vascular smooth cells.
Immunol. Cell Biol. 84, 448–454

57 DeBosch, B.J. and Muslin, A.J. (2008) Insulin signaling pathways and
cardiac growth. J. Mol. Cell. Cardiol. 44, 855–864

58 Nagoshi, T. et al. (2011) Optimization of cardiac metabolism in heart
failure. Curr. Pharm. Des. 17, 3846–3853

59 Muslin, A.J. (2011) Akt2: a critical regulator of cardiomyocyte
survival and metabolism. Pediatr. Cardiol. 32, 317–322

60 Bailyes, E.M. et al. (1997) Insulin receptor/IGF-I receptor hybrids are
widely distributed in mammalian tissues: quantification of individual
135

http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0050
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0050
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0050
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0050
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0055
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0055
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0055
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0055
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0060
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0060
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0060
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0065
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0065
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0065
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0070
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0070
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0070
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0075
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0075
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0075
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0080
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0080
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0085
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0085
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0090
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0090
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0095
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0095
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0095
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0100
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0100
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0100
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0105
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0105
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0105
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0110
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0110
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0115
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0115
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0115
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0120
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0120
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0120
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0120
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0125
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0125
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0125
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0130
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0130
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0130
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0135
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0135
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0135
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0135
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0140
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0140
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0140
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0145
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0145
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0145
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0145
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0150
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0150
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0150
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0150
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0155
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0155
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0155
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0160
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0160
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0160
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0165
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0165
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0170
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0170
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0170
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0175
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0175
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0175
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0180
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0180
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0185
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0185
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0185
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0185
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0190
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0190
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0190
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0195
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0195
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0200
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0200
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0200
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0200
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0200
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0205
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0205
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0205
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0210
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0210
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0215
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0215
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0220
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0220
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0220
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0220
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0225
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0225
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0225
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0230
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0230
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0235
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0235
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0235
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0240
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0240
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0240
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0245
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0245
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0245
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0250
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0250
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0255
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0255
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0260
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0260
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0265
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0265
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0265
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0270
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0270
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0275
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0275
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0280
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0280
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0280
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0280
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0285
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0285
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0290
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0290
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0295
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0295
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0300
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0300


Review Trends in Endocrinology and Metabolism March 2014, Vol. 25, No. 3
receptor species by selective immunoprecipitation and
immunoblotting. Biochem. J. 327, 209–215

61 Slaaby, R. et al. (2006) Hybrid receptors formed by insulin receptor
(IR) and insulin-like growth factor I receptor (IGF-IR) have low
insulin and high IGF-1 affinity irrespective of the IR splice variant.
J. Biol. Chem. 281, 25869–25874

62 Soos, M.A. et al. (1993) Purified hybrid insulin/insulin-like growth
factor-I receptors bind insulin-like growth factor-I, but not insulin,
with high affinity. Biochem. J. 290, 419–426

63 Pierre-Eugene, C. et al. (2012) Effect of insulin analogues on insulin/
IGF1 hybrid receptors: increased activation by glargine but not by its
metabolites M1 and M2. PLoS ONE 7, e41992

64 Belfiore, A. et al. (2009) Insulin receptor isoforms and insulin receptor/
insulin-like growth factor receptor hybrids in physiology and disease.
Endocr. Rev. 30, 586–623

65 Federici, M. et al. (1998) Expression of insulin/IGF-I hybrid receptors
is increased in skeletal muscle of patients with chronic primary
hyperinsulinemia. Diabetes 47, 87–92

66 Federici, M. et al. (1998) Increased abundance of insulin/insulin-like
growth factor-I hybrid receptors in skeletal muscle of obese subjects is
correlated with in vivo insulin sensitivity. J. Clin. Endocrinol. Metab.
83, 2911–2915

67 Simpson, H.L. et al. (2004) Insulin-like growth factor I has a direct
effect on glucose and protein metabolism, but no effect on lipid
metabolism in type 1 diabetes. J. Clin. Endocrinol. Metab. 89, 425–
432

68 Kolaczynski, J.W. and Caro, J.F. (1994) Insulin-like growth factor-1
therapy in diabetes: physiologic basis, clinical benefits, and risks.
Ann. Intern. Med. 120, 47–55

69 Moses, A.C. (2005) Insulin resistance and type 2 diabetes mellitus: is
there a therapeutic role for IGF-1? Endocr. Dev. 9, 121–134

70 Marsh, S.A. and Davidoff, A.J. (2012) Heart smart insulin-like growth
factor 1. Hypertension 59, 550–551

71 Scharin Tang, M. et al. (2012) Importance of circulating IGF-1 for
normal cardiac morphology, function and post infarction remodeling.
Growth Horm. IGF Res. 22, 206–211

72 Guevara-Aguirre, J. et al. (2011) Growth hormone receptor deficiency
is associated with a major reduction in pro-aging signaling, cancer,
and diabetes in humans. Sci. Transl. Med. 3, 70ra13

73 Scheinowitz, M. et al. (2009) IGF-I replacement therapy in children
with congenital IGF-I deficiency (Laron syndrome) maintains heart
dimension and function. Growth Horm. IGF Res. 19, 280–282

74 Panici, J.A. et al. (2010) Early life growth hormone treatment shortens
longevity and decreases cellular stress resistance in long-lived
mutant mice. FASEB J. 24, 5073–5079

75 Sonntag, W.E. et al. (2005) Adult-onset growth hormone and insulin-
like growth factor I deficiency reduces neoplastic disease, modifies
age-related pathology, and increases life span. Endocrinology 146,
2920–2932

76 Groban, L. et al. (2011) Early-onset growth hormone deficiency results
in diastolic dysfunction in adult-life and is prevented by growth
hormone supplementation. Growth Horm. IGF Res. 21, 81–88

77 Li, Q. et al. (2008) Deficiency of insulin-like growth factor 1 reduces
sensitivity to aging-associated cardiomyocyte dysfunction.
Rejuvenation Res. 11, 725–733

78 Hua, Y. et al. (2012) IGF-1 deficiency resists cardiac hypertrophy and
myocardial contractile dysfunction: role of microRNA-1 and
microRNA-133a. J. Cell. Mol. Med. 16, 83–95

79 Bailey-Downs, L.C. et al. (2012) Liver-specific knockdown of IGF-1
decreases vascular oxidative stress resistance by impairing the Nrf2-
dependent antioxidant response: a novel model of vascular aging. J.
Gerontol. A: Biol. Sci. Med. Sci. 67, 313–329

80 Fernandes, C.J., Jr and de Assuncao, M.S. (2012) Myocardial
dysfunction in sepsis: a large, unsolved puzzle. Crit. Care Res.
Pract. 2012, 896430

81 Rudiger, A. and Singer, M. (2007) Mechanisms of sepsis-induced
cardiac dysfunction. Crit. Care Med. 35, 1599–1608

82 Romero-Bermejo, F.J. et al. (2011) Sepsis-induced cardiomyopathy.
Curr. Cardiol. Rev. 7, 163–183

83 Ashare, A. et al. (2008) Insulin-like growth factor-1 improves survival
in sepsis via enhanced hepatic bacterial clearance. Am. J. Respir. Crit.
Care Med. 178, 149–157
136
84 Schmitz, D. et al. (2008) Survival and cellular immune functions in
septic mice treated with growth hormone (GH) and insulin-like
growth factor-I (IGF-I). Growth Horm. IGF Res. 18, 245–252

85 Zhao, P. et al. (2009) Cardiac-specific overexpression of insulin-like
growth factor I (IGF-1) rescues lipopolysaccharide-induced cardiac
dysfunction and activation of stress signaling in murine
cardiomyocytes. Shock 32, 100–107

86 Nystrom, G. et al. (2009) Local insulin-like growth factor I prevents
sepsis-induced muscle atrophy. Metabolism 58, 787–797

87 Philippou, A. et al. (2007) Type I insulin-like growth factor receptor
signaling in skeletal muscle regeneration and hypertrophy. J.
Musculoskelet. Neuronal Interact. 7, 208–218

88 Kawai, M. and Rosen, C.J. (2009) Insulin-like growth factor-I and
bone: lessons from mice and men. Pediatr. Nephrol. 24, 1277–1285

89 Aberg, N.D. et al. (2006) Aspects of growth hormone and insulin-like
growth factor-I related to neuroprotection, regeneration, and
functional plasticity in the adult brain. Sci. World J. 6, 53–80

90 Anversa, P. et al. (2013) Regenerating new heart with stem cells. J.
Clin. Invest. 123, 62–70

91 Bostrom, P. and Frisen, J. (2013) New cells in old hearts. N. Engl. J.
Med. 368, 1358–1360

92 Senyo, S.E. et al. (2013) Mammalian heart renewal by pre-existing
cardiomyocytes. Nature 493, 433–436

93 Garbern, J.C. and Lee, R.T. (2013) Cardiac stem cell therapy and the
promise of heart regeneration. Cell Stem Cell 12, 689–698

94 Hsieh, P.C. et al. (2007) Evidence from a genetic fate-mapping study
that stem cells refresh adult mammalian cardiomyocytes after injury.
Nat. Med. 13, 970–974

95 Loffredo, F.S. et al. (2011) Bone marrow-derived cell therapy
stimulates endogenous cardiomyocyte progenitors and promotes
cardiac repair. Cell Stem Cell 8, 389–398

96 Segers, V.F. and Lee, R.T. (2010) Protein therapeutics for cardiac
regeneration after myocardial infarction. J. Cardiovasc. Transl. Res.
3, 469–477

97 Yu, X.Y. et al. (2009) The effects of mesenchymal stem cells on c-kit up-
regulation and cell-cycle re-entry of neonatal cardiomyocytes are
mediated by activation of insulin-like growth factor 1 receptor.
Mol. Cell. Biochem. 332, 25–32

98 Beltrami, A.P. et al. (2003) Adult cardiac stem cells are multipotent
and support myocardial regeneration. Cell 114, 763–776

99 Kawaguchi, N. et al. (2010) c-kitpos GATA-4 high rat cardiac stem
cells foster adult cardiomyocyte survival through IGF-1 paracrine
signalling. PLoS ONE 5, e14297

100 D’Amario, D. et al. (2011) Insulin-like growth factor-1 receptor
identifies a pool of human cardiac stem cells with superior
therapeutic potential for myocardial regeneration. Circ. Res. 108,
1467–1481

101 Wetterau, L.A. et al. (2003) Insulin-like growth factor I stimulates
telomerase activity in prostate cancer cells. J. Clin. Endocrinol.
Metab. 88, 3354–3359

102 Linke, A. et al. (2005) Stem cells in the dog heart are self-renewing,
clonogenic, and multipotent and regenerate infarcted myocardium,
improving cardiac function. Proc. Natl. Acad. Sci. U.S.A. 102, 8966–
8971

103 Urbanek, K. et al. (2005) Cardiac stem cells possess growth factor-
receptor systems that after activation regenerate the infarcted
myocardium, improving ventricular function and long-term
survival. Circ. Res. 97, 663–673

104 Rota, M. et al. (2008) Local activation or implantation of cardiac
progenitor cells rescues scarred infarcted myocardium improving
cardiac function. Circ. Res. 103, 107–116

105 Davis, M.E. et al. (2006) Local myocardial insulin-like growth factor 1
(IGF-1) delivery with biotinylated peptide nanofibers improves cell
therapy for myocardial infarction. Proc. Natl. Acad. Sci. U.S.A. 103,
8155–8160

106 Genead, R. et al. (2012) Ischemia-reperfusion injury and pregnancy
initiate time-dependent and robust signs of up-regulation of cardiac
progenitor cells. PLoS ONE 7, e36804

107 Ellison, G.M. et al. (2013) Adult c-kit(pos) cardiac stem cells are
necessary and sufficient for functional cardiac regeneration and
repair. Cell 154, 827–842

108 Ferreira-Martins, J. et al. (2009) Spontaneous calcium oscillations
regulate human cardiac progenitor cell growth. Circ. Res. 105, 764–774

http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0300
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0300
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0305
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0305
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0305
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0305
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0310
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0310
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0310
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0315
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0315
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0315
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0320
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0320
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0320
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0325
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0325
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0325
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0330
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0330
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0330
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0330
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0335
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0335
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0335
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0335
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0340
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0340
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0340
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0345
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0345
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0350
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0350
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0355
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0355
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0355
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0360
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0360
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0360
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0365
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0365
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0365
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0370
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0370
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0370
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0375
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0375
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0375
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0375
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0380
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0380
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0380
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0385
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0385
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0385
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0390
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0390
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0390
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0395
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0395
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0395
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0395
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0400
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0400
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0400
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0405
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0405
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0410
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0410
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0415
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0415
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0415
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0420
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0420
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0420
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0425
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0425
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0425
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0425
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0430
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0430
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0435
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0435
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0435
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0440
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0440
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0445
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0445
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0445
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0450
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0450
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0455
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0455
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0460
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0460
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0465
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0465
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0470
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0470
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0470
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0475
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0475
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0475
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0480
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0480
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0480
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0485
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0485
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0485
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0485
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0490
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0490
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0495
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0495
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0495
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0500
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0500
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0500
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0500
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0505
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0505
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0505
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0510
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0510
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0510
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0510
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0515
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0515
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0515
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0515
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0520
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0520
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0520
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0525
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0525
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0525
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0525
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0530
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0530
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0530
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0535
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0535
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0535
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0540
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0540


Review Trends in Endocrinology and Metabolism March 2014, Vol. 25, No. 3
109 Fatma, S. et al. (2010) Factors released from embryonic stem cells
stimulate c-kit-FLK-1(+ve) progenitor cells and enhance
neovascularization. Antioxid. Redox Signal. 13, 1857–1865

110 Enoki, C. et al. (2010) Enhanced mesenchymal cell engraftment by
IGF-1 improves left ventricular function in rats undergoing
myocardial infarction. Int. J. Cardiol. 138, 9–18

111 Hahn, J.Y. et al. (2008) Pre-treatment of mesenchymal stem cells
with a combination of growth factors enhances gap junction
formation, cytoprotective effect on cardiomyocytes, and
therapeutic efficacy for myocardial infarction. J. Am. Coll.
Cardiol. 51, 933–943
112 Gallagher, E.J. and LeRoith, D. (2010) The proliferating role of insulin
and insulin-like growth factors in cancer. Trends Endocrinol. Metab.
21, 610–618

113 Huynh, K. et al. (2010) Cardiac-specific IGF-1 receptor transgenic
expression protects against cardiac fibrosis and diastolic dysfunction
in a mouse model of diabetic cardiomyopathy. Diabetes 59, 1512–1520

114 Vinciguerra, M. et al. (2010) Local IGF-1 isoform protects
cardiomyocytes from hypertrophic and oxidative stresses via SirT1
activity. Aging 2, 43–62

115 Vinciguerra, M. et al. (2012) mIGF-1/JNK1/SirT1 signaling confers
protection against oxidative stress in the heart. Aging Cell 11, 139–149
137

http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0545
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0545
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0545
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0550
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0550
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0550
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0555
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0555
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0555
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0555
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0555
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0560
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0560
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0560
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0565
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0565
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0565
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0570
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0570
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0570
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0575
http://refhub.elsevier.com/S1043-2760(13)00207-5/sbref0575

	New insights into IGF-1 signaling in the heart
	IGF-1 and the heart
	IGF-1 receptor signaling
	The complexity of the IGF-1 receptor
	Canonical and noncanonical IGF-1 signaling pathways
	Atypical subcellular distribution of the IGF-1 receptor

	Pleiotropic actions of IGF-1 on the cardiovascular system
	Cell death
	Growth
	Autophagy
	Metabolism
	Aging
	Sepsis

	IGF-1 and cardiac progenitor cells
	IGF-1 and treatment of cardiovascular disease
	Concluding remarks and future perspectives
	Acknowledgments
	References


