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Andes hantavirus (ANDV) infection in Chile has a variable clinical expression, and infected

individuals may present with different grades of disease severity. This study aimed to determine if

clinical expression of ANDV infection in Chilean patients is associated with the HLA system. HLA

alleles A, B, DRB1 and DQB1, were studied in two groups of patients with confirmed ANDV

infection: 41 patients with a mild disease course (without respiratory failure and cardiovascular

shock) and 46 patients with a severe disease course (with respiratory failure and shock). Molecular

typing of HLA system was performed by SSP-PCR. The HLA-DRB1*15 allele, was significantly more

common in the group of patients with mild disease (p = 0,007) and thus for possibly associated with

a protective effect against ANDV infection. Conversely, HLA-B*08 was more common in patients

with severe disease (p = 0,06). Although the association was marginally significant, allele HLA-B*08

may be linked to an increased suscept


