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Llamas and alpacas are domesticated South American camelids (SACs) important to ancestral

population in the Altiplano region, and to different communities worldwide where they have been

introduced. These ungulates have shown to be susceptible to several livestock viral pathogens such

as members of the Pestivirus genus, in particular Bovine Viral Diarrhea (BVDV), but there is little

data available on Pestivirus infections in SACs. In this study we aimed to detect and identify

Pestivirus genotypes and subgroups infecting SACs in both wild and confined environments.

Samples were collected from 136 llamas and 30 alpacas from different areas in the Chilean

Altiplano (wild animals), and from 22 llamas and 26 alpacas diagnosed as Pestivirus positive from

the Metropolitana region in Chile (confined animals). Seroneutralization tests showed titers lower

than 2 in all 166 samples from Chilean Altiplano. These samples were also negative to BVDV

isolation, indicating that these animals have not be


