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Background Trypanosoma cruzi is a protozoan parasite that is transmitted by triatomine vectors to
mammals. It is classified in six discrete typing units (DTUSs). In Chile, domestic vectorial transmission
has been interrupted; however, the parasite is maintained in non-domestic foci. The aim of this study
was to describe T. cruzi infection and DTU composition in mammals and triatomines from several
non-domestic populations of North-Central Chile and to evaluate their spatio-temporal variations.
Methodology/Principal findings A total of 710 small mammals and 1140 triatomines captured in six
localities during two study periods (summer/winter) of the same year were analyzed by conventional
PCR to detect KDNA of T. cruzi. Positive samples were DNA blotted and hybridized with specific
probes for detection of DTUs Tcl, Tcll, TcV, and TcVI. Infection status was modeled, and cluster
analysis was performed in each locality. We detected 30.1% of overall infection in small mammals
and 34.1% in triatomines, with higher rates in synanthropic mammals and in M. spinolai. We

identified infecting DTUs in 45 mammals and 110 triatomines, present more commonly as single



infections; the most frequent DTU detected was Tcl. Differences in infection rates among species,
localities and study periods were detected in small mammals, and between triatomine species;
temporally, infection presented opposite patterns between mammals and triatomines. Infection
clustering was frequent in vectors, and one locality exhibited half of the 21 clusters found.
Conclusions/Significance We determined T. cruzi infection in natural host and vector populations
simultaneously in a spatially widespread manner during two study periods. All captured species
presented T. cruzi infection, showing spatial and temporal variations. Trypanosoma cruzi distribution
can be clustered in space and time. These clusters may represent different spatial and temporal

risks of transmission.



